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Fig. 1 
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Figure 5 

X GATCTCCAGC TTGATGTCCG GATGGGCCTT CTCGAAGGCC GCCTTGTAGG 
51 CCTGGGTCAG GTCCTTGGGG AAAGACGTGA TGACCGTTAC CG7GCCGGCC 
101 AGGGCCGGCG CGCAGGCAGC CATGATGGCC GCTGCGAGGA CTGGGCGCAA 
151 CGCTTGCATG GGTCTCCTCC TTTCTTGAGT TGTGGCAAGA CCTTAATGCC 
201 CGTGTTCCCC CGAGTCCAAT CAGAAATTTT GATGCGCGCC ATC^ACGGCG 
251 CGGCCGGCTT CAGCGCGCCG CCAGCCGCTG CGCCAGGCGC AA7TGCTCTT 
301 CCAGCAGCTT CTGGATCTGC CCCTGGATGG CGAAGGCCTG GCGGTTCAGG 
351 TCCTGCAGCT GCCGGGCCTG CTGCTCGGCG GTGGCGTTGC TT7CGCGCAC 
4 01 CTGGCGCATC TGGCGCATGA TGGCCGCCAG CTGGCGCTGC AGGGCCTGCA 
4 51 AGGCCTCGGC CGCGGGGCTG CCGGCCTCGT CCTTTGCGCC GCTGGCGGCG 
501 GCCCGGTCGC GCAACTGCCT GGCGTACTGG TCGAACGCGC CGGCGGAGAT 
551 GCGCGATGAA ACGGAACTGA CGGTCATGGT GGCGGCGTCC GCGTGGATTA 
601 GGGTTAGTCC TTAATACGGC AGGCGCGCGG ACGAACTTAA ACATATTGCT 
651 GCGCGCTTCC GACCCCCCTT ACACTTGCGC CGCCCATCCC TTCAACTTCC 
701 ACGCATACCT ATGTCCAATA CCTATTTCCC GCGCTGGCGG CTGGCCGACG 
751 ACACCGTGCC GGGCGCGGTC ATCGCGCCCG ACGAACGCCT GTCCTGGCCC 
801 AAGAACATCG CCATGGGGGC CCAGCACGTG GTCGCCATGT TCGGTTCCAC 
.851 CGTGCTGGCG CCGCTGCTGA TGGGTTTCGA CCCCAATGTG GCGATCCTCA 
901 TGTCCGGCAT CGGCACGCTG ATCTTCTTCC TGTTCGTCGG CGGCCGGGTG 
951 CCCAGCTACC TGGGCTCCAG CTTCGCCTTC ATCGGCGGGG TGGTGGCGGT 
1001 CACCGGCTAT GTGGCGCCCG GCGCCAACGC CAATATCGGC GTGGCGCTCG 
1051 GCGCGATCAT CGCCTGTGGC CTGGTGTACG CGCTGATCGG CCTGGTCGTA 
1101 TGGGCGGCCA GCGCGCGCGG CAACGGGGCG CGCTGGATCG AGGCCATGAT 
1151 GCCGCCGGTC GTCACGGGCG CGGTGGTGGC GGTGATCGGC CTGAACCTGG 
1201 CCCCGATCGC CGCCAAGGGC GCCATGGGTT CGTCCGGCTT CGAGGCCAGC 
1251 ATGGCGTTGA TGACCATCCT GTGCGTGGGC GGCATCGCCG TCTACACGCG 
1301 CGGCATGGTG CAGCGGCTGC TGATCCTGGT CGGCCTGGTG CTGGCCTGCG 
1351 TCATCTACGC GGTCTGCGCC AACGGCCTGG GGCTGGGCGC GCCCATGGAC 
14 01 TTCGCCAAGG TGGCCGCCGC GCCGTGGTTC GGCCTGCCCA GCTTCGCCGC 
14 51 GCCGGTGTTC GAGCCGCAGG CCATGGGCCT GATCGTGCCG GTGGCCATCA 
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Figure 5 (continued) 

1501 TCCTGGTGGC CGAGAACCTG GGCCACGTGA AGGCGGTCCC CGCCATGACC 
1551 GGACAGG ACC TGGACCGCTA CGTGGGCCGC GCCTTCGTGG GCGACGGCGT 
1601 GGCGACCATG GTTTCCGGCG CCGTCGGCGG CACCGGGGTG ACCACCTACG 
1651 CCGAGAATAT CGGCGTGATG GCCGTGACGC GCATCTATTC CACGCTGGTG 
1701 TTCGTGGTGG CGGCCGTGAT CGCGCTGGTG CTGGGGTTCT CGCCCA.AGTT 
1751 CGGCGCGCTG ATCCAGACCA TCCCCGGCCC CGTGCTGGGG GGCATGTCGG 
1801 TCGTGGTGTT CGGCCTGATC GCCATCGCCG GCGCGCGCAT CTGGGTGGTC 
1851 AACCAGGTCG ATTTCAGCGA CAACCGCAAT CTGATCGTGG CCGCCGTGAC 
1901 CCTGGTGCTG GGGGCGGGCG ACTTCAGCGT CAAGCTGGGC GATTTCTCGA 
1951 TGAACGGCAT CGGCACCGCC ACGTTCGGCG CCATCATCCT GTACGCCCTG 
2001 CTGGGCCTGG CGCGTCGCCG CTGACGGCGC GCCPACCCGG CACZGGGGCC 
2051 GCGCTCAGTG GGCCGCGGCC GGCGGCAGGG CGGCATGGCC GCCCGCCGGC 
2101 CCGGCCAGCG GCGCGGCGGC GACGTCGATG ATGGCGCCGC CCTGCGTCCT 
2151 GAAGACCGCC GCCGCGGCCG CCAGGTGGCG GGCCTGTTCT TCCATGGCCG 
22 01 TGGCCGCCGC CGCGGCCTGT TCGACCAGCG CGGCATTCTG CTGGGTGGTT 
2251 TCGTCCATTT GCGAAATCGC CAGGCTGACC TGGTCGATGC CGCTGGCCTG 
2301 CTGGGCCGAG GCGGCCGAGA TCTCCCCCAT GATGTCGGCC ACGCGCTGTA 
2351 CCGAGGCCAC CACCTCGTCC ATGGTGCCGC CGGCGCTGGC GACCTGTTGC 
2 401 GAGCCGGCGC GCACCGTCGC CACCGAGCTC TCGATCAGGG CCTTGATCTC 
24 51 CTTGGCCGCC TGCGCGGCGC GCTGGGCCAG GCTGCGCACC TCGCCCGCCA 
2501 CCACCGCGAA GCCCTTGCCC TGTTCGCCGG CGCGCGCCGC CTCGACCGCG 
2551 GCGTTCAGCG CCAGGATATT GGTCTGGAAG GCGATGCCGT CGATCACGGT 
2601 GACGATGTCG GCGATCTGGC GCGAGCTCGC GGAGATGCCG TGCATGGTCT 
2651 GCACCACCTG CGCGACCGAC TCGCCGCCGC GCTGCGCCAC CTGCATGCTG 
27 01 ACGGCGGCCA GCTGATTGGC CTGCGCGGCA TTGTCGGCGT TCTGCTTGAC 
2751 CGTGGTGGCC AGTTCCTCCA TGGTGGCCGC GGTCTCTTCC AGGGCGGCGG 
2801 CCTGCTCCTC CGTGCGGCTG GACAGGTTGG CGTTGCCGGC CGAGATCTCG 
2851 GCCGCGCCGA CGTTGATTTC GTCGACGCCG CGCCGCATGA CGGCGATGGT 
2901 GCGCGTCAGG CCTTCCTGCA TGCGCTTGAG CGCCGCGAAC AGCGCGCCGA 
2951 TTTCATTGGC CGAGCGCACC TCGATGCGCG CGGTGAGGTC GCCGTCGGCG 
3001 ATGCGGTCGA AATGATGGCC GGCCTCCAGC AAGGGGCGCA GCACCGCGCG 
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Figure 5 (continued) 



3051 GCGCACGAAC AGCCAGCCGG CCAGGGTCAG CAGCACGCCC AGCoTGGTCA 
3101 GCGCGATGGC GCTCCAGCGG GCCACGACAT GGGTGTCCTC GGCZ-CCGC7G 
3151 CGCACTTCGT CGCTGTGCGC CTGTACCCTG GCCAGAAAGG CTTCCATGTC 
3201 GCGCTGGAAT GCATGTTCGG CCTGCTGCGC GCGATGCATG GC3GCCAGGG 
3251 CGGGCTCGGC CTGGCCGGCG TCGACGGCGG CGGCCAGCTC GTCCAGCACC 
3301 GACTGGTAGG CGCGCCAGCG CGTCTGCAGG GTCGCGGCCA GCZZGOCCGC 
3351 GGCCGGCTCC TTGGGCACGT CCACGTAGCG CTGGAATTGC GTGGCCGCCT 
34 01 GGCGCTGCGC CGCGCCGCTG GCCTCGAACA GCGGGTCGAC CTGGTTGACG 
34 51 GCGACCTGGT TCAGCCCCTC GATCTCGGCG GCGCTCCTGC CCGCGTTGCG 
3501 CCACGTCAGG GCGCCCGACA GCATCAGCAC CGCCAGGAAG CACGCGA„ATA 
3551 CCGCCACCAT CGCGGTGCGG ACCTTGATCC TTTCAAGCAT GGGCATCTCC 
3601 TGGGTAGGGT CTTGCGCAAT AAACGTCGAC GACGTGCGCG GCG7ACCCGC 
3651 GCGGGAAGTG TCAGGCCGTG ACGTGGAATC CGTTGTTGAT GTGGAJVTTCG 
37 01 ACTTAAATGA TCGGTATTCG GTATTAATTT GTTATTTGTA GTT.-.TATA.TA 
3751 CGAATATTCA TACCCGGATT TGCCCTAAGT TGGTGCGTTC TCGA.CGGGTG 
3801 CTTTCGATTG CCCGGGGCCT GCGGCGCATG AAGGAATGCG CGGCAACGCC 
3851 GGGCCCGCGC TGCGATCGGC GGCCAACACG CAGGTTTTGT GGC7TTTCCG 
3901 CAGCCAACAT GCGCCGAAAC CTACGCCGGG CTTACAGGCT TGCAATTCCG 
3951 GTGGACTTTG CCGACAATGT CATCTGATTG CCCCGGTTCC GACCCGAGCC 
4 001 GGGGTTTTGT TTTGGTCGAC GCTTGGCCGC CGGATGCGGC AGGCCGATCA 
4051 AAGAGGAGAC AGCAAAGGGG AGCCTCGGTC GGGTTCGACC TTGTCTCGTC 
4101 TTTTGTTCGC CTGTCTTCCG CAGCGGCCCG CCTGTTTCAT GGCGAGGCCA 
4151 TACACCAAGC CGAGACCTTC ACCGAAACGC TCCGTCGGGG GCGTTTTCTA 
4201 CTTTTGTTTG GGAAACGACA TGTCTGCCAT TCCTTTGACC GTGCGCGGGG 
4 251 CCGAGCGCTT GCAGCAAGAA CTGCATCGGC TTAAGACCGT TGAGCGTCCT 
4 301 GCGGTGATCA GCGCCATTGC GGAGGCGCGT GCGCAGGGTG ATTTGTCGGA 
4351 AAATGCCGAG TACGACGCCG CCCGCGAACG CCAGGGCTTC ATCGAAGGCC 
4 4 01 GGATCTCCGA ACTCGAGGGC ACGCTTTCGA ACGCGCACCT CATCGA.TCCA 
4451 ACGGCGCTCG ACGCCGAAGG CCGTGCCGTG TTCGGCGCGA CCCTOGPJ-J^.T 
4 501 CGAAGACCTC GACTCGGGCG ACCGCCTGAC CTACCAGATC GTGGGCGACG 
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Figure 5 (continued) 

4 551 TCGAAGCCGA CATCAAGTCC AACCTGATTT CGGTCTCCAG CCCG.3TGGCC 
4 601 CGCGCCCTGA TCGGCAAATC CGAGGGCGAT GTGGTCGAAG TGA.-,GGTGCC 
4 651 GGCTGGCGTG CGCGAGTACG AAGTCATCGG TGTGCGTTAT CTCZGACGCC 
4 701 GATTCCGCCC CCCTGCATAC CCATGGCCAA TGACCGACGC CGTTTCCACC 
4 751 ATCAGCCAGC CGCTTGCGGC CP^GGCGGGGT GGCACAGCCG CAGCCGTCGC 
4 801 GCTGCAGGCG TCCCGGATGC GATATCCCGG GCTCCGGTCG TGGCCAGCGT 
4 851 ATTCCCCTTC TCGGCCGTCA ACGGCTTGGG GGGCGCGGTA TTCA7CCG.AA 
4 901 TTCCTGAACG CCGGGCCGTG CGCCGGGCGT CTGTATCGTT GTCGCGCCGC ' 
4 951 GATGCACGGA ACGTGCCGTC GGGCGCCGCA ACGCCGGGCC GCGCCGCCTA 
5001 GGTGTGAACT GTCAATAGGT TGTATTCGTC CAGGTTGAGT CTGGAGATGG 
5051 GTACAGCGCG CCCGATGCCT TGGTGGGGTC GATGCCAGTT GTAG7GGTGT 
5101 AGCCAGGATT TCATGGCATC GGCTCGGTGT TGGGAGTTCT GGTAGGTGTG 
5151 AGCGTAAGCC CACTCACGCA AGGCCGACTG GATGAAGCGT TCGGCCTTGC 
5201 CATTGGTCTG TGGGCGGTAA GGTCGGGTAA AGCGGTGCTT GATGCCCAGC 
5251 TCATGGCACA GCGCGGCGAA GGCGCGGCTG CGAAAGGCCG AGCCATTGTC 
5301 GGTGAGCAAG CGCTGGATGG TCACGCCCAG GCGCTGGTAG TAGGCCACTG 
5351 CGTCCTTGAG GAACTGGACG GCGCTGGGGA AGCGCTCGTC GGGGTGGATG 
5401 TCGGTGAAGG CCACGCGGGC GTGGTCATCG ATGGCCACGA AGACGAAGTC 
54 51 CCAGCCGGCC CCCTCAACGG TATCGCGTCG GTTGCCCGTG ACCCGGTGQC 
5501 CAGGGCGCTG GATACGTCCC AGCTTCTTGA TGTCGATGTG CAGCAGATCG 
5551 CCGGGGGCCT GATGCTCGTA GCGCACCACC GGCTCGGCCG GCTCCAGGTC 
5601 GGCCAGGTGC GACAGACCGG CGCGGGCCAG GACGCGGCTG ACGGTGCTGG 
5651 CTGACACGCC CAGCGCCTGG GCGA7GCGCG CTTGGGTCAG CCGC^TGCGG 
5701 CGCAGCTCCA CGATAGCCAG CGCCTTGGCC GGCGCAATCG CTCGGGGCGA 
5751 GACCGTCGGG CGCGAGGACG CATCGGCCAA GCCCGCCTGG CCCTGAGCCA 
5801 GGAAGCGGCC CAGCCATTTG CGCACAGTCG GCGCGGTGAC CCCATAGGCG 
58 51 CGGGCCGCTT CAGGCACACA AACTTGATGG GCGATCAATT GCTGGACCAT 
5901 TTCGAGTCGA CGTAGGAAGG TCAATCGGGC ATGCTTATGG GTGTTCATCC 
5951 GGCCGGGCTC CTTGAGTGAA CTGGGGGGGT GGCGATTTCC AGTTTCTCAA 
6001 ATCCGGTTCG GATGAACCAT GCATACAACC TATTGAATCT TCACAACTAG 
6051 CGCGCGTGGC GCGGAAAGAC CAGCAGGTCG GCCGTCACCG GTTCCCTGTT 
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Figure 5 (continued) 

6101 GTCGAATAAC AGGTAATGCG TGGCGTCCGG ATATTCGCCA TGGCGCGCGC 
6151 CGGATCCGCA TGCCCTTGGC GGGGTCCTGC GGCCGGACGT CCGA.^CCG 
6201 GGATATTCCG AGAAGCAATC GGCTGGCGCC TTCCAGACTG TGCGCATACC 
6251 ATTGCCCTCT TTTGCCACGC ATTTCGAGCG TATGGTTTCC CTTGCGCCCG 
6301 ACGCAGGCTC GCCTCGCCAT GACCGACACG GCATACCACC AAC7CATCGC 
6351 CGATTTCGGC CGCCTCATCG GCATCGACTC GCTCAACCCC GGTGCCGGCG 
6401 GCCTGTGTCA GTTGATTTTC GAACCGTGCG CACCGGTCTT CATCGCACCG 
64 51 GTGCACGCCC GGACGGAAAT CATGATTTCC TGCGTGCTGG GCACGGCGGA 
6501 CGCGGCCAAC CCGGCAAGCA TGGCCCGAGC CAACTTCATG CAGGCCGGCA 
6551 GCGGCGTCGT GGCCTGCATC GGCGGCGATG GGTTGTTCTA TCTGCAGCAG 
6601 GCCATACCCC TGTCGCGCGe CACGCCCGCA ATCCTGCTCG ATCACTGTGA 
6651 GCGTCTGCTG CAGGAAGCCT CGCGCTGGCG CGTCGGCGAC CACGACGGCT 
6701 GCGCCACCTC GGCCCCGAAT ATCGCCGCGC TGACGCGCGG CGTCTAGGTC 
6751 GGCGGCGACT GCCGGGCGCC GCCGCGGCAG GCTCAACTCG CCTTCTGTAT 
6801 GACGCCCTTG AGCGAATCCG CGACCTGCTT GACCACCGTG CTCTGTAGAT 
6851 CGATCATCAC GACCCACGAT TGCATTTCCT GTTGCACGA7 CAGCAGGTCG 
6901 GACGTGCTGA CCGCGCCGTC TCCGCGCGCG CTGAGCGCCT CCAGGCGGCT 
6951 GCGCAGGTCG CGTTCGTGAG CGTTCAGCCG CGTATTGACC GCCTGGTTGA 
7001 CGCTCTGCAT GGTCACTCGG CCTGCGTCGC CTCCCAGGTT AATGGCCATG 
7051 CTTGTCTCCT TCGGCGCATT GTTCATTGCT CAGGCGCGTC AAGACTGACG 
7101 CCGGAGGGTT GTCCGGCCCG GTCGGGCGCT GCAGCAATAC CTGCCGGGCC 
7151 GCGGTGGCGG CCGCCAGCGC GTCGCGCCAT ACGGGATAGG TGTCGCGCCC 
7201 CACGCCATCG TGCAGGCGGA CGCGCAAACG TGTCTCCAGT TCGCCAAGCT 
7251 GCGACAGCAA GGTGTCGCGC AAGGCGGAAC CGCCCGGCGA TGCCAGGCGC 
7301 ACTTCCAGTT CGGTCAGGGC TAGAACAGAT GTACTCATAT GATGTTGCAG 
7351 ACGAGGGTTG ACGGCTACCG AGGCGATTTC ATCGCGTCAC GATGACCGGT 
74 01 TCGGGACCAT CGAAGACCAG GCGGCCGGA7 TCGATGGCGG TAAGGCGATA 
74 51 CTGGTCCCGC AGTCCGCCCA CCAGGAGGCG GCTGCCATCG GCCAGCATCA 
7501 GGTACGGTTG CGGGCCGCTC ACGACACTGC GTATCTCGAA CGGCACGTGA 
7551 TCCCGCGTCG CGCGCGCGGC GGTGGCCGGC AGCCGGACGA CGTCGTAGTT 
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Figure 5 (continued) 

7 601 GCGCTGGTTG AACGCGGCCA CCAGCTCGCG CAGGCGCGCC ATGCGGCCTG 
7 651 CCGCCAATCC GCCGGGATCT GCGTCCAGGC GGTCGGCGTG CCAGCTGAGC 
7 701 TTGACGCCGT CGAGGCGTTC GTCGGCCAGC TGGGCCGCGA ACTGGGCCGA 
7751 GACCTCGTCG GCCAGGCGTA CATCGCGACC GAGGATCGTC ATGCCCGGCA 
7601 GGCGCATGCG CACCGCATGC AGCGCCGCGG CGCGTTCGTG CGCATCGCTG 
73 51 GCGATGCCCG AGATCGCCAG GCGGCCATTG CCGTACGGGC GCGCCATGTA 
7901 GCGCACCCCG AATGTCGCCA GGACATCGCA GGCCAGGGCC CTGGCCTCGT 
7 951 CCTGCCTGCT TACCTGCATG GCAGGCCGTG GCGCAAGTTG CGCCAACGCC 
8001 CTGGCGACCC GAGCGAATTC CGTCTCGTCG TGCACCCATC CGGTCACGGT 
8051 GAGChCGCCG CCACGGCCGT AGGCCGCTTG TAATTGCTCG GTAAGGCCCA 
8101 GGCTGTCGAT GAGCGCCGCG GCGCGGACCA GCGGCGCGGT GGGCGTTGGG 
8151 GGCGGCGCGG CCGGCGGCGT GGCGGGTGTG GTCACGGAAA CCAGCGCCGT 
8201 GGCCAGGCCG ACCAGCAGGA CGGCCGCGGC CGCGCCCAGC GCCAGCCAGG 
8251 GCCGTCCTGC ACGTCGGCGC GGCATGAGGG CAGCGACGGA CGGCGGGCTT 
8301 GTCGAGCCAG GGACGTCGTG CAAGGCTGTG TCGCTGCCGT CCGGGCCGCA 
8351 CGGCTCCGGC GGCGCGGGCC ACGGCGCGGA AGGGGCGGCC ACGGTGATCC 
8401 AGGCGGCTCC CAGCTCTACG GGTTCGTTGA AGGCCGCGGG CGGACACGGC 
84 51 GCCTGGGCGT CCAGGCCGGG CGTCACGGCG CCGGCCAACC GCCAGCCGGA 
8501 CTGGTCGATC TCCAGCCATC CCGCCACTTC GGGCATGTCC TCGCCGGTCA 
8551 GGACGATATC GCAATGCGGA TTGGCGCCCA CGCGCGCGCC ATGCACGGCC 
8 601 GGGCAGCGCG CCATGCACTG TGCGCCTGAA AGCACGCGGA ATTCCAGCGC 
8 651 CGTCGTCATA GATCCACCCT GCCCAGGGGC TGTACATTGA TCTCCGGCGT 
8701 CAGTTCCTGG TAGGACAGCA CCGGCAGGGC GTAGAGATCG GCTTCTATCA 
8751 TCTTGCGCGT GTAGCGCCGG ATGTCCATCG ACGTCAGCAA GACGGGACGG 
8801 CTCGCGCCGG CGGCCAGATC GCCGACACAT TGACGGATGT GCTCGACCAG 
8851 TCGGCGTGTC GTGTCCGGAT CGAGGGCGAG ATAACTGCCG GCGGCGGTCT 
8 901 GCCGGATGGC GGCGCGCACG GTTTCCTCGA CCTTGGGGGC CAGCAGGTAG 
8 951 GCGGGCAGGA TATTGTGGCC GCTGGTGTAC TTGTGGCTGA TATAGCGCTT 
9001 GAGTGCGATT CGGACATACT CCGTAAGCAG GACGGTATCC TTTTCCTTCT 
9051 GGCCCCATTC GACCAGCGCT TCCAGGACGG CGCGCAGGTT GCGTATCGAC 
9101 ACTTCTTCGG AAACAAGGCG CTGCAGGATT TCGGCAATCT TCTGCACCGG 
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Figure 5 (continued) 



9151 CATGACGCGC AGGCACTCCT TGACCAGATC GGGAAATCGT TCTTCCATGG 
9201 CCGAAAGCAG AAACCGGGTT TCCTGGATGC CGATGAAATC GGCTGAATAT 
9251 TTTTTCAATA CATATGCCAA GTGCCAAGTC AGGATCTGGC TGATACCCAG 
9301 GTAAGGA^^TA CCTGCATCGC GCA.AGGCGCC GGTCAGACTG CCCGCAACCC 
9351 AGATCGTGGG CGTATCGGGC AGAAAGGCCG CGCCCGTTTC GTATGCGATC 
94 01 CGCAGGGCCT GCAGGTTCTG CTCGGTGTCC CGCACCAGCA CGGCATCGTC 

94 51 GCGCAACATT CCTTGCGCCA CCGGGATCTC CGACAGCACG ATGGTGTAGG 
9501 TATTGGCGGC CAGCGCTTCG GTGAAGCGCA ACTGGATGCC GGGAAACGGC 

95 51 ACGCCCAGGT CGAAATAGAG CGCCCGCCGG ATCTGCAGCA GATCGTCGGT 
9601 GAGGGTGGCC GGCTCGAACC GGGGCTGCAG CCGCGCGGCT ACGTCGATGA 
9651 TCAGCGGGAC GGTGGGCGCG AATTCCGCCT GCCCATCCGC CGGCGCGCGG 
9701 GTGCGGGGCT GGCCGTCGGC AGCCATGCCG GCGAGCGCGG GCTCGGCGCC 
9751 TTCGGGCGGA CGCTGGGATG CGCGCAGCAG TACGAAACCG ATGGTGCCCA 
9801 CCGCGGCGCC CAGGGCGAAG AAGACCAGCG TGGGCATGCC GGGAATGAGG 
9851 CCCAGGCCTG CCGAGATCGC GCCGGCAATG ACCAGGGCGC GAGGCTGCGC 
9901 CAGCACTTGT GCGCCGATGT CGGTGCCTAC GTTGGAGGGG CCATCCCCGG 
9951 TCTGCACCCG CGTCACGATG ATTCCGGCGC AGATGGCGAT GAACAGCGCC 

10001 GGGATCTGCG CGATGAGCCC GTCGCCTATG GTCAGGATGG CATATGTCTG 
10051 CACGGCCTCG CCGGCGCTCA GGCCGCGCTG CAGCACGCCG ACCAGCATGC 
10101 CGCCAAGCAG GTTGACGGCA ACGATGATCA GGCCGGCGAT GGCATCGCCC 
10151 TTGACGAACT TCATCGCGCC GTCCATGGCG CCATACAGTT GGCTTTCCTT 
10201 CTCGACCGTA CGGCGTCGGC GTCGGGCTTC GTCCATGTCT ATGGTGCCCG 
10251 CGCGCAAGTC CGCGTCGATG GACATCTGCT TGCCGGGCAT GGCGTCCAGC 
10301 GAGAAGCGCG CGGCGACTTC GGCCACCCGC TCCGCGCCTT TGGTGATGAC 
10351 CACGAACTGC ACGATCGTGA GGATGAGGAA AACCACCAGG CCGACGATCA 
104 01 GGTTGCCGCC CACCACGAAG TTGCCGAAGG TCTCGATGAT GTGGCCGGCA 
10451 TCGCCTTGCA GCAGGATCAG CCGCGTGGTC GCGATGGAGA TGCCCAGCCG 
10501 GAACAGCGTG GTGACCAGCA GGACCGAAGG GAACGAGGAA AACGCCAGGG 
10551 GCGAAGGCAG GTACATCGCG ACCATCAGCA GGACTGCCGA CAGCGTCATG 
10601 TTCGCACCGA TCAGCACGTC GACCAGCGTT GTGGGCAACG GCAGGATCAT 
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Figure 5 (continued) 

10651 CATGAAGACG ATCGCCACGA TGAGCACGGC CAGTACGATG TCGTTGCGv3C 
10701 TGGTGGCCAG CGCCACCGCG CGTTGCAGGC GGCGAATGGA TTTCTTGCTC 
10751 GTCATGGCGG GGTCGCGCTC GCGCAAGACG CCGCCCGTAG CGCC AT AT AG 
10801 TCACGCATGG CCTGGCGGGC GTCGTCGGGT CGGTTCAGCG CCTGCATGGC 
10851 CTGCGCCCGG ACCAGATGGC CGGCGGCATC GGGTGTGGCG CGCAGTGCGC 
10901 GCTTGTCCAG CGTGACCAAG GCCATGCGCG GTTCGCCCTG GTGCAGATAG 
10951 CCCAGCGCCA GGGCCAGCAG GGACTGGCTG TCGATCGCGT CCAGGGCA.C 
11001 CAGGGCCGCC AGCAGGGCAA CCGTCTTGCT CCATTGGCGC TGCAACTGGT 
11051 AGTGGTGCGC AAGCAATTGC AGAAGTTCGC GTACCTGAAG GCTGGGCGAG 
11101 GGTAGGGTAT GCGGCATCAT CCCTGGTAGA GCGCGCTGCG ATACATGGCA 
11151 GCCAGGTCGC GCAGCTTTCC GGCCTCGTTG AGTACGTGCA AGGCGCGGCT 
11201 TAAGGCTGGC GCGGTGTTGC CGGCATGCAG TTCCATGGCC CGGGACAGTT 
11251 CGTCGCGCGC CTGGGCCAGG GCGCGCTCGA ACTGCGCGGG CTGGAATAAT 
11301 GCGCCATCCG TCAGGCGAGG CCGCGCCGAC TCGTCGAGCA TCGCGCTCAG 
11351 GTCCGGGCGT ACGAGCAGGG CTTTCAGATG ATCGACCGCG CCGGTGGCGG 
11401 GCGGTTCGAG CCAGCGCTCG GGTGGCAGGG TGGGGGCGGG CTCGCAGCGG 
114 51 GGACCGCGCA CGATGTGGTC GACGCCGCGC TCCAGGCCGA GGTGCATGGC 
11501 ATGCATGCCG GGTACGGCGC TGGACATGGC GTCACGCCTC CAGGCGGTCG 
11551 AGCCAGTTCG TCAGGCCCAG CACCGCCAGG CGCAACGCCG CTGCGTCGAG 
11601 CGAGCGTTCG GGCAGTCGTG TCTGCGCGAC GATCCAGTCC TCGCTGCCCT 
11651 CCGACCAGAG TGACGTCTGG ATGGATGCGG CGCTTCCGCG CTGCCCATGG 
11701 GCCCGTTTCC ATGCCGCCAG CAACACGGAG GCGGCGTCGC GCTCGACCCG 
11751 CTGGGCCAGG TGGACCAGGG CCGCGCCGGC GACGCATTCG ACGCCCAGGC 
11801 GGCGCCCGTT GGACAGCGCC AGCGACGCCG ATCCGGACGG CCCGAATGCC 
11851 AGGCCCTCGA TGCCGATATC CTGGCCGAAC TGATGCAGCG CCCTATCGGC 
11901 AGTATTCATG CGTTCTCCAT TGCTATCGCG TTGTCCAGCG CGTCCTGCGC 
11951 GGCCGCCAGG ACGGTGGCGC GCACGTCCAT GTCGGCGTAG ATCTGCGTGG 
12001 GCAGGTCTTT GAGAATCTGG CGTACGCCAC CGAGGAATGC GATGCGCTCG 
12051 GAGAGGGCAT TCGCACCGTG GCGCTCGGCC AGCTTCTCGA AGCGCGCGGG 
12101 CGCAATCCAT TTGTCCTCGC TGATTCCCAC AAGATCGCGC ATCAGGCCCT 
12151 GGGCGTCCGC ACACTCCTGC GAGCCTGCGT TGCCCAACCG TTGTTTCAGG 
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Figure 5 (continued) 
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Figure 5 (continued) 

13701 CGCAACGAGG CTTTCGAGGT CATGACCAAC ACCCAGPiP.GC GGCGCAGCGA 

13751 CTTGAACAGC TCCATCACCA GCAACATGCG CTAAGCGCTG CACP-3,GGAGT 

13801 ATTCCATGCA GGAGCAAGGC ATCCAATCCA TCATGCGCGC CGCGGAP.GAG 

13851 CTGGTCGAGC AGACCCGCCA GGCGTTGTAC AGCGTCGACG AGATCTACGC 

13 901 CCACGTTGGC GTCGACCCCG CTCGCCTGCG C.z^TCTGGCG GTCGAGCAGG 
13951 CCAGGATAGA GGCCGAGGCC CAGGCGGCGT TCCGTGATGA CC7CGCG0AC 

14 001 ATCGAGCGCG AGGCGGCGCG CGTCAAGGC'G GCCTGCACCG ATGCGCCGCA 
14 051 GGCCCGCAGG GTGCTTCACA ACCACGTCTG AGCGCGGAGG CCT7CCATGC 
14101 CAAAGTCAGC CGACCAGGGC GGCTCCCCGG CGTCAGCTTC GCA7GAGGCG 
14151 TTGCGCCATA TTCTCGACGC AGGCGCTTCG ATGGGGGGCT TGCAGGGGTT 
14201 GGACGAGGCG CAGCAGCAGG CGTTGTACGC GATCGGTCAT GGCGCCTACG 
14 251 AACAGGGGCG CTATGCCGAC GCGTTGAAAA TGTTCTGCCT GCTGGTCGCG 
14301 TGCGATCCGC TGGAAGCCCG TTATCTGCTG GCCCTGGGCG CCGCGGCCCA 
14 351 GGAGCTGGGG CTGTACGAGC ATGCCTTGCA GC AAT ACGCG GCCGCGGCGG 
14 4 01 CTTTGCAGTT GGACTCCCCC AGGCCCCTGT TGCATGGCGC CGAGTGCCTG 
14 4 51 TATGCGTTGG GTCGTCGCCG CGACGCCCTG GATACGCTCG ACATGGTGCT 
14 501 TGAGTTGTGC GGCTCGCCGG AGCGTGCGGC CCTGCGCGAA CGGGCCGAGT 
14 551 TGCTGCGCAG GAGCTATGCA CGTGCCGACT GAAACGGCGC CATGTCCGCC 
14 601 GTCAAGATTT CAATTCGAGG AGGTTCGATA TGTCTGTTTC TCCGACTTCG 
14 651 CCCGGCTCTT TCGGGGCCGG CCCTGTCTTT GACTCCGAAT TGCAGGCCCC 
14701 GGCCCCGTCG GCGCAGCGTC GCGGCGGTGC GGCGCCTGTG CCGCCGCCCG 
14751 TCGATCGGCG CGGCGTCGAG CCGGGAGATC CCACGCTGGG CATGCTGCCC 
14 801 GCGCCAGATT TGCTCGCGGG GGGCGCCGTC AGCCGCACCC GCGCGGCGCT 
14851 CGACGATCTG GACGCCGCAC GGCTCGGTGA AGACATCTAC GCCTTGATGG 
14 901 CGGTGTTGCA ACAGGCCAGT CAGCAGATGC GGGACGCCGC CCGTATCGCT 
14 951 CGTGATGCCG AGGCT ACGCG GCAAACGCAG GCTCTCGGCG ATGCGGCCAG 
15001 CCAGATGCGC CAGGCGGCGA GCGAGCGCAT GGCCGGAGCG ATCGTGGCGG 
15051 GCGCCATGCA G AT AGCGGGT GGTTTCGTGC AGCTGGGGGC GGGCCTGGCA 
15101 GCGGGTTTGC AGGCCATGGG TGGCGCTGCT GCGCAAGCCA AGGGCGCCGC 
15151 ATTCTCCGAG CAGGCCTCGA CAAGCCGCAA GGTGGCGGCC GGCTTGCACG 
15201 ATGCCCCCGA GCTGCAGGCA ACGGTGCAGG CCCGCGCAAC CCAGCTCGAA 
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Figure 5 (continued) 

15251 GCGCAAGCGG CCTCGTTTGG TGCGGACGCG GCTCGTTCGT CGC-C.^^-AGTC 
15301 GCAGCGCGTA TCGAGCGTTG CCCAGGCCGG CGCCGCAGCG GCC^CCGC-TA 
15351 TCGGCGGCCT GACCAGCGCC GCCCAGGAAC GCCGCGCCGC CGA^CACGAG 
15401 GCCAGGCGCG CGGAGCTGGA CGTCGAAGCG AAGGTGCATG ?S'S;CGGC"C 
154 51 GCGGCGCGCC GACGAAGCCA TGCAGCAGAT GCTCGACATC ATCCGCGGCA 
15501 TCAGGGAAJ^ GCTGGCCGGG ATGGAGCAGT CCCGCAGCGA GACCGCCCGT 
15551 AGCGTGGCCC GCAATATCTG AGTGTCCGGC TCCAACCTTC AA.TCTTGAGG 
15601 ATGACCGTCA TGAGTACGAC CATATCCACA GCCCCGAGCG GCGCCGCGCT 
15651 TGCGCCGTCT CGCATAGATA TGCGGGCGCC GGAGCCCGGG AGTGCCGGCG 
15701 AAGGCGCCGG TATCCTGGCG CCGGTGACGA CGCTGGCTCT GGCGGCGGGC 
15751 CGGCCGGCTT TGCCAGCGTC ACCGTCGCTG CGCACCGCGC CCGTCCTGGA 
15801 TCCGCCAGTG CGCGATCTCA GCCCCGCCGA CTTGGCCGAC C7GCTGCGCG 
15851 TCTTGCGATC CAGGGCGGTG GACGGGCAGT TGGCCACGGC GCGCGAGAAC 
15901 CTGCAGGATG CGC7VAG7CAA GGCGAAGCAG AACACCCAGG CCCAGCTCGA 
15 951 CAAGCTGGAC GCATGGTTTC GGAAGGCTGA GGACGCCGAG AGCAAGGGCT 
160C1 GGCTGAGCAA GGTGTTCGGC TGGATCGGGA AGGTGCTGGC GGTCGTGGCA 
16051 TCGGCCCTGG CTGTGGGCTT TGCTGCCGTC GCCAGCGTGG TCACCGGCGC 
16101 GGCGGCCACG CCCATGCTGG TGCTCAGCGG CATGGCATTG GTCAGCGCCG 
16151 TGACATCGCT GGCCGACCAG ATATCGCGAG AGGCGGGAGG GCCGCCTATC 
16201 AGCCTGGGCG GGTTTCTCTC CGGGCTGGCC GGACGTCTGC TGACAGCGTT 
16251 GGGGGTGGAT CAGTCGCAGG CCGACCAAAT TGCCAAGATC GTCGCCGGCC 
16301 TGGCCGTGCC CGCCGTCTTG CTGATCGAAC CCCAGATGCT GGGCGAAATG 
16351 GCCGAAGGCG TGGCCAGGCT GGCGGGCGCC GGCGATGCCA CCGCGGGATA 
16401 CATAGCCATG GCGATGTCCA TCGTGGCGGC GATCGCGGTC GCCGCGATCA 
16451 .ATGCCGCCGG TACGGCCGGC GCGGGCACCG CCTCGGCGAT CAGGGGTGCC 
16501 TGGGATCGGG CCGCCGCGGT AGCCACCCAG GTCCTTCAGG GGGGTACGGC 
16551 AGTGGCGCAA GGCGGCGTCG GCGTGTCGAT GGCAGTCGAT CGCP-AACAGG 
16601 CCGATCTCCT GGTCGCCGAC AAGGCGGATC TGGCGGCGAG CCTGACAA-AA 
16651 CTGCGGGCGG CCATGGAGCG TGAGGCGGAC GATATCA-AGA AGATCCTGGC 
16701 TCAATTCGAC GCGGCCTATC ACATGATCGC GCAGATGATC AGCt-ACATGG 
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Figure 5 (continued) 

16751 CGAGCACGCA CAGCCAGGTC AGCGCCA.ACC TCGGACGGCG CCAGGCGG7G 
16301 TAGCGCCGGG CGCTCAAGGA ATTTTCATGA CTGTTCATGA CG?,CGCGGCC 
16851 GCGGCGCTGC GCGCCCGGCT GGATGCGTTG CCGGGCAGCC GGCGCCTGP^.C 
16901 AGCCGAGCAA TTGGAAGTGA TTTACGCGAT GGCGTATGCG CP-.GGTCGCC.^ 
16951 GGTGCGAGTA CGGCAAGGCG CTGCCCATTT TCGCCTTCCT CGC3CAGTAC 
17 001 GGCCCCACGC GCAAGCACTA CTGGGCCGGC CTGGCGCTAT GCCTGCAG.-.A 
17 051 GACCGACCGT CCCGACGAGG CGCGCAATAT CTATGCGTTG ATCCTCACGC 
17101 TCTATCCAGA TTCCGCGGAT GCCGTGTTGC GCACGGCCGA GTGCGAGCTG 

X7151 GCGTTGGGTG AGAACGAACG GGCGCAGGCG GCCCTGTTCG CCGCPJKTCGC 

17201 CATCGATGCA GAAAGTGGGC AGCCAGGTCC GGTCTCGCAC CGTGCGCGCG 

17251 CTTTGCTCGA TCTTATTTCA GTTTCACATC CGGAGTAACT CCATGCAC7C 

17301 AGACTCAGGT TCAGATTCAG GCTCAGACTC AGGCTCAGGC TCACCCATGG 

17351 TCTCGTCGAT ACATCCATCG GAACCGATAC AGCCGATGGA GCATGTGCTC 

174 01 GAGGAGGCCG ACGCCCGCCT GCTTACCGAA GTGGGTTTTC TGGCGGCGCC 

174 51 CGTCAGCGAT CTGACGCGCG CGGACGCCAT TTTCAATGCA TTGCAACGTG 

17 501 TACGGCCGGG CCGGACGCAT CCCTGCATCG GCCTGGCGGT CGCCCGCATG 

17551 AACGCCGGGC TGCCCGACGA AGCCGCCGAG ATCCTGGCGA ATTTCCAGCC 

17 601 GGCACAGCCG GAGGACCGCT CGGAACTGGA CGCCTGGTGC GGGTTCGCTC 

17 651 TGTTGCTGGC TGGCCGCTCG GACGAGGCGC GCCGCATGCT GCA.GCGAGCC 

17701 ATCGATGCGG GTGGCGAGGC GGCAAGGCTG GCGCAGGTCG TGTTGGACAG 

17751 CGGACCCGCC ATGATGCGGC CCGCGCCGTT GCAGTCCGAG CCATTACCTG 

17801 GAGCTCCTGG ATGAATTTGG ATCTGACGGC GATCAACGCC GTGCAGGAAC 

17851 GGCTGCTCGC TGGATCATTC GACATGCCGC GATCTCCCGC GATGGCGGAT 

17 901 CAGGCGCGCT TTGAATTGGC GCTGGGCGAG ATGCCCGGCG CATCGGCCCC 

17 951 GAACGGGGCG ATCGCCCTGG CGCCGGTCGC GCTCGACGAG CCGCTGGGCC 

18001 GTCGCATTCT TGGACAGTTG CGCGGCGGCC TGGCCGATGT GGCAGGAJLAA 

18051 TGGCGGGCGG TGCAGACGGG CTTGGCCGAG GTGAGCCAGG CGCCTACCGT 

18101 GGTGGGTATG CTCGATCTGC AGGCCAGGTT GCTACAGGCA TCCGTGGAGX 

18151 ACGAGTTGGT GGGCAAGGCA ATAGGGCGCG CCACCCAAAA CGTCGATACG 

18201 CTGGCGAGAA TGTCATGAAC GCCATCGGGG CGATCCAACG GTATCGGCGC 

18251 GGCGCGGGAT GGGCGGCCCT GGTGCTCGCC CTGGCGCTGC TGGCCGGCTG 

16/28 



wo 00/37493 

Figure 5 (continued) 

18 301 CGGTGCCCGC GTCGAGCTGT TGGGCGCGGC GCCCGAGAAC G,^J.GCC?J\CG 
18351 AAGTATTGGC GGCGCTGCTC GAGGCAGGCA TCGCTGCGCA GA.AGCAGTCC 
184 01 GGCAAGGCCG GCTACGCGGT TTCGGTGCCG GCCGIKGGCGG TGGCCCGGTC 
184 51 GCTGGAGATC CTGCGCGCAA GCGGCC7GCC CCGCGAGCAG TTCGACGG.-Ji. 
18501 TGGGACGCAT ATTCCGCAJVG GAAGGCCTGG TTTCATCTCC GCrCG^^J^G?:^ 
18551 CGCGCCCGCT ACATTTATGC GCTGTCTCAG GAATTGGCCG ACACCCTGTC 
18601 GCAGATCGAC GGCGTGCTCA GCGCCCGCGT GCACGTGGTG CTTCCCGA.^.C 
18 651 GCGGCGCGG7 CGGCGAGCCG GCCACCCCTT CGACGGCAGG GGTGTTTCTC 
18701 AAGTACCGCG ACGGACAGAG CCTCGACGCG CTCGTGCCCG AGATCCGCAA 
18 751 GCTGGTCACG CATGCCATCC CGGGCCTGGC CGAGGACCGT GTA7CGGT7G 
18801 CCCTGGTGGT GGCCCAGCCC GTTCAGGCCG CACCCGCGCC GGTCGCGZGG 
18851 CGCCGCGTGC TTGGCGTACA GGTCGCGGAC GGATCGGTCC TGAGATTTTC 
18 901 GCTGTTGCTG CTGTTGTTGC CGGTGCTGTG CCTGATAGTG GCGGGGGCCG 
18 951 CGCTCTACGT CTGGCGCACG CGCTGGTCCC GCGGCGAAGG GCGCGGCGGC 
19001 GC7GGCGCCG GCGCCACGGA AGGAGCCGGG CATGACTGAG GCGAGCGTGC 
19051 TGCTTTCCGA GCGGCTCATG ATATTCAATC TCCTGCCCAG CCTGACCCTG 
19101 CATGCCAGTC GCCACGACGA GATGTTTCCA GCCGATTGGG TGCGCGCGTT 
19151 GTGCAATGCC GACGCGGCGT TGGCCAACGC GTGGCATCGC CATTGGTCGC 
19201 GCTGGATCTT GTGCGAATTG GGCCTGCTGA ACCAGCCGGT CCTGAGCCTC 
19251 GATCCGCCGC AGTTGAAGGT CGCGCTATTG TCCACGGACG CCTTGCGGAC 
19301 CTGCGCCGCC CATGCGGGAG CGGTGCTGTG CGCGCCGCGC CTGCGACGCG 
19351 CGATAGACGG CGCCGAGGTC CGTACCTTGC ATGCCGCGCT CGGGCGCGAT 
19401 GTGATGAATT TCGCCGTGTC TTCCGCGGCG CGGGCCCTGC ATGACGGGCT 
19451 CGCCGCCAGT TCGGACTGGA CCCTGGCCGC CACGGTCCAG GCGGCGCAGA 
19501 AACTGGGCTG GGCCCTGCTG CGCGACGCCG TGCAGGGCGC CGCCGACGAG 
19551 ATAGCGCTGC GTTGCGCGCT GAAGTTGCCG CGCGACCTTG ATCCCGCGCC 
19601 CGTCCTGCCG CCCGAGGCGG CGCTTGCGCT GGTGCTGTCC ATGCTCGAJ^Ji 
19651 TCCTGGATGC AGAATGGCTT TCCTCGTTCC CCGCCCAAGC CTGATCCAGG 
19701 CGGTACGGCC CGGCCGTGCG GATCCCGCGA CCGACGTCTT GCGCGCTGAA 
197 51 GACTACGCCG AGCTGCTCAG CGCCGCGCAG ATCGTTGCCC AGGCACACTG 
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Figure 5 (continued) 

19S01 GCGGGCCGGC GAAATCGTGG CCGAGGCGCG AGAGGAGTTC GAGCGCGAGC 
19851 GCAGGCGAGG CTATGAGGAG GGGCGCCGCG AAGCGCTTAC GGA7CAGGCG 
19901 GAGAAGATGA TAGAAACCGT AAGCCGCACG ATCGACTACT TCGCGGGTAT 
19951 CGAGAACGAG ATGATCGAAC TGGTCATGAG TGCGGTCCGC AAGATCGTCG 
20001 ACGGTTACGA CGACCGCGAG CGCACCGTGA TCGCCGTGCG CA.ACGCATTG 
20051 GCGGTCGTGC GCAATCAGCG CCAGATGACC TTGCGCCTGC ACCCAGACGA 
20101 GGTGGATGTG CTCCGGGAAG GCATGAACCA GCTTCTGGCG GCCTATCCGG 
20151 GCGTGGGCTA CCTGGACCTG CTGCCCGACG CCAGGCTGGC GCCGGGAGCC 
20201 TGCATACTGG AGAGCGAGAT AGGCATGGTC GAGGCCAGCC TCGAGGA.CCA 
202 51 GCTGTGCGCC TTGCGGGCGG CCTTCGAACG TACATTCGGC CGGCGCGG?,T 
20301 PiGGGGCATGC GTCAGTACCA CTACATCACG GAGATGATGC GGGTGGCCCT 
20351 GCAGGATCTG TCCACGCTGC GGATAAAGGG CCGGGTGGTG CAA.GTGGTGG 
204 01 GAACGATCAT CAAGGCCGTC GTTCCGATGG TCAAGATCGG CGAJ^GTGTGC 
20451. CTGCTGCGCA ATCCCGGCGA GGACTTCGAG ATGCACGGCG AA.GTGGTGGG 
20501 CTTTGTCCGC GACGCCGCCT TGCTCACGCC TATCGGCGAC ATGTACGGGA 
20551 TTTCCTCGGC GACCGAGGTG ATACCGACCG GACGCACGCA TATGGTCCCC 
20601 GTCGGTCCGG GCTTGCTGGG ACGCGTGCTG GACGGGCTGG GACGTCCGCT 
20651 GGACGCCGCC GAGTCAGGGC CGCTGCATGC CCACAAGTTC TATCCGGTCT 
20701 TCGCCGATGC GCCAGACCCG CTGACGCGTC GCATCATCCA TGCTCCGCTG 
20751 GAGCTGGGGG TGCGCGTACT GGACGGTTTG CTTACATGCG GGGAAGGCCA 
20801 GCGTCTGGGA ATTTTCGCAG CCGCCGGCGG CGGCAAGTCG ACCCTGCTGG 
20851 GCATGCTGGT CAAGGGCGCC GCGGTCGACG TGACGGTGGT GGCGCTGATC 
20901 GGCGAGCGTG GGCGGGAAGT TCGCGAGTTC CTTGAGCACG' AACTCGGTCC 
20951 GGAGGGCAGA CGCAAGAGCG TGATCGTCTG CGCGAC'CAGC GACAJ^GTCCT 
21001 CGATGGAGCG TGCCAAGGCG GCGTACGTCG CAACCGCCAT CGCCGAATAC 
21051 TTCCGCGATC AAGGGCAGCG TGTACTTTTT CTGATGGACT CGGTCACCCG 
21101 CTTTGCGCGA GCCCAGCGTG AAATCGGCTT GGCGGCAGGC GAGCCGCCGA 
21151 CGCGGCGCGG CTATCCACCG TCGGTGTTCG CCACCTTGCC CAJ^-ACTGATG 
21201 GAGCGCGCCG GCATGAACCA GACGGGTTCG ATCACGGCGC TGTATACGGT 
21251 GCTGGTCGAG GGGGACGACA TGAACGAACC GGTCGCCGAC GAGACGCGTT 
21301 CGATACTGGA CGGCCACATC GTGCTCTCGC GCAAGCTGGG AGCGGCGA^-.T 
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Figure 5 (continued) 



21351 CACTATCCTG CCGTCGACGT GCTGGCCTCG GCCAGCCGGG TCATGAATGC 
214 01 CGTGGTGTCG CCGCGTCACA AGTACCTGGC CGGACGTATG CGCGAACTGA 
214 51 TGGCCAJ^GTA CCAGGATGTC GAGCTGTTGG TGAAAJ^TCGG CGAGTACAAG 
21501 CAGGGCGCCG ATGCGTCGAC CGATGAGGCG ATACAGAAGA TCGGACAGAT 
21551 CAATGCGTTT CTCAGACAAC TAACCGACGA ACGCGAAGCA TTCGAGGATA 
21601 CCGTACTGCG CATGGCTGAA ATCATCGGAC CCGAATCCTA ATGGACCTGG 
21651 AAAGCCTGCT TGCCATCAAG CATTTTCGCG CCGACCAAGC CCAGCTTGCG 
21701 CTGAAACGCC AACAGCAGGC CTGCGCGGTT GCTGCCGCGG CGCAGCGTCA 
21751 GGCGCAAGGC CGCCTCGACG ATTGTCGCCT GTGGGCCGGA CAGCTCGAAA 
21801 ACCGTCTATA TGCCGAGCTG TGCCGGCGCA TCGTCAAGAC ACGCGACATC 
21851 GACGAGGTGC TGCAACGAGT GGGCCACGCC CGCGACCGCC AGGCCAGCCT 
21901 GGCGCTGCAG CTCGACGACG CCGTGCGCCG TCACGAACAT GAAATCCAGC 
2195X TGCTCGCGCA GCAGCGCGAG CAGCACCGGG AGTGCTTCCA GGCGCAGCAA 
22001 CGGATCGCCG AGTTGGTGCG CCTGCAGCAG GTCGAGGCGG CGGCCTTGCG 
22051 CGAGAGCCAG GAAGATCGCG AAATTCAGGA AGCCATCGAA TTGTCGGCGC 
22101 GTGGGCGCGA CGATGCATCG CGAGCCGGCG IKCGGCCTGGC GCGGCTATGA 
22151 ACCAGCCAGA CGGGCTGGGT TCGCCCATGG CCGGCGGCGG GCAGCGCATG 
22201 GGCG7GGCGC GCACGCCGTA TGCGCGTCAG CCGGATCGGG ATGCGCAGCG 
22251 TGCCTTCGAG CGGGAAATGG AACAGGAGAA AGCGAAGGAA GAACTGCCCG 
22301 GGCCGCAACG CCTGGCGCCG GGTCCGGCCT GCGTCGGCTG GCTGGCGTCG 
22351 ATGGAACCTG CCGCCGGCCG TCCACCGGCC AGTCTGGCCC AGGCGCTGGC 
224 01 AAGCGTGGCT GCGGGGCTGG CGGTAGGCGA CGTGCTGGAG GGGTATCGCG 
224 51 AAGCCCGTAT CGTTGTGGAC GATACGCTGC TACCCGACAC CACCTTGTCG 
22501 GTACGGGAGG ACGGCGGCTG GATCGTGGTG GCTTTCGCAT GCCGACAACG 
22551 GGACGCTTGC GAGCGCCTGC ACGCGTGCGC CGACCGGTTG GCCATGGAGC 
22601 TCGCGCTGGA GCTGGCGCGC GACGTCGAGG TTGCGGTGGC ATGCGACGGC 
22651 GAGCCGCACG AGCGGGTGGC GCGCGCGCAG CGGCCGTGGC GATGAA.TCGA 
22701 GTGGCCGGCG GGGCGGCGGC GCAGGCCGCT GGCATGGTGG ATCTCGCGGT 
22751 TCCGCGGTTG AGCGCCGGCG AGGCCCATGC CCTGTCGAGG ATTGCATGCC 
22801 ATGGCGCGCG ATTCGACGTT CGGCTTGGCG AGCCGGCCGT GCGCTGGCAC 
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Figure 5 (continued) 

22851 TGCGCCCTGA CGCCTTGCGT GCACGGCGAC CTTGCCGATG GCGAGATGGA 
22901 AAGCCTGCAA CTGCAATGGG CCGGGACGTA CATCGGCCTG ACGGTTCCGC 
22951 GCGCGGCCGC GGCGGGATGG CTGGCGGCGC GCCTGCCCCG GTTTTCCGGC 

23001 GTGGAGTTGC CGGAACCCAT TGCGGCGGCG GCCCTGGAGG CAATGCTGGA 

23051 GGAGGTCTGT CGAGGCGTGG CCGGACTCGA CCAGCAAGGC CCGGTCCGCG 

23101 TGGCGCGGCh AGGCGGGACG CCACCGGTCC AGCCGCATCG CTGGACCCTG 

23151 ACGGTACGGG CGCCTGACGG TGGCGTCTGG CGCGCGGTAC TGGCGTGCGA 

23201 CGCATGGGCC TTGCAAGCGG TCGCGGCGGC GCTGGATTCC GTTGCGCCTG 

23251 CCGATGGTCG GGTCAATCCG GAGCGCGTGC CGGTCAGGTT GCGTGCCGAT 

23301 GTCGGCGCGG CGTCCGTGAC CGCAGGCCAG CTGCGGACGC TGCGAGCGGG 

23351 CGACGTCGTG TTGCTCGCGC AGTACCGGGT GAGCGATGCC GCAGAACTAT 

234 01 GGTTGTCGGC CGGACCCAGC GCGATCCGGG TACGGGCCGA GCATGCGTCT 

23451 TTTCGTGTAA CTCAAGGTTG GACTCCCATC ATGACGGAAC CCGCGACACC 

23501 TGACCCTGGC GAAACCCCGG CACAGGCCGA CGCGACGCTC GATACCGATC 

23551 AGATACCCGT GCGCCTGACG TTCGACCTGG GCGAGCGCGA GTTCACGCTT 

23601 GCGCAGCTGC GCAGCCTGCA TCCGGGCTGC ACGTTCGACC TCGAGCGGCC 

23651 CATCGCCGAC GGGCCGGTCA TGGTGCGGGC CAATGGCCTG TTGCTGGGCA 

23701 GCGGCCGGCT GGTCGACATC GACGGCCGCA TCGGCGTGGT ATTGCAGTCG 

237 51 GTCAGGCCTG GACTCGCATG AGCGATACCG ACCCCTTCAG CCTGGCCCTG 

23801 TTTCTGGCGC TGCTGGCGCT GGTACCGCTC ATCGTCGTCA TGACCACGTC 

23851 GTTCCTGAAG ATCGCCGTCG TGCTTGCCTT GGTGCGCAAC GCCCTGGGAG 

23901 TGCAACAGGT ACCGCCCAAC ATGGCCCTGT ACGGGCTGGC GCTTATTCTT 

23951 TCCGCGTATG TGATGGCGCC GGTCGTTCAC AGGATAGGCA CCGAGGTCCA 

24 001 GGCCTTGACC GCGCAAGCCG GGGAGTCCGG CACCGCCGCG CCGATGGCGC 

24 051 TGGACGCCGT GCTTGGCGTG GCCGAGCGAG GCGTGGGGCC GCTGCGGGCC 

24101 TTCATGTTGC GCAACAGCCA GCCGGCCCAG CGTGATTTCT TCCTGCGCAC 

24151 AGCGCGTCAT CTCTGGGGCG AGGAGGCATC GCGGGACCTG TCGGAAGACA 

24201 ACCTGCTGGT ATTGACGCCC GCATTTCTGG TTTCGGAGCT GACGGCCGCA 

24251 TTCCAGCTTG GCTTTCTGCT GTACCTGCCG TTCATCATCA TCGACCTCAT 

24 301 CGTATCGAAC ATTCTTCTTG CCATGGGAAT GATGATGGTT TCTCCCGTGA 

24 351 CGATCTCCAT GCCGTTGAAG CTGTTCCTGT TCGTCATGGT GGACGGCTGG 

20/28 



WOOO/37493 PCT/EP99/ 10297 

Figure 5 (continued) 

24 4 01 ACGCGCCTGA TCCAGGGCCT GGTGCTTTCC TATCGGTGAC CAGCATGCAA 
24 4 51 ACCCAAGACC TGGTTTCGTT CATGACACAG GCGTTGTACC TGG7GCTCTG 
24 501 GCTGTCGCTG CCGCCCATCG CCGTGGTGGC GATCGTGGGA ACGCTGTTTT 
24 551 CCCTGTTGCA GGCCTTGACG CAGGTGCAGG AGCAGACCCT GTCCTTCGCC 
24 601 GTGAAGCTGA TAGCCGTGTT CGCCACGCTG ATGCTGGCGG CCC3GTGGAT 
24 651 AAGCGCGGAA ATCTATAACT TCACGATTGC GGTGTTCGAT GCCTTTCATC 
24 701 GGATCCACTG AGCGGCCAAT CGATGCACAC GGAGTTCAAT TTCGTCGAGG 
24 751 CGAAGGTTTT CCTGGGAACG CTGGCCATGA CGCAACCGCG GATACTCACG 
24 801 GCCATGCTCT TTCTGCCGAT GTTCAACCGT CAGTTTCTGC CTGGTCCGCT 
24 851 GCGTTACGCC GTCGGCGCCT GTCTCGGGCT GATCGTGGTT CCCCAGCTGG 
24 901 CGCCGCAGTA TGCCGCGCTG GATATCGACT GGCCCCGGCT GCTGGCGCTG 
24 951 CTGGCCAAGG AGGCGATGGT GGGCATGTTC CTGGGTTGGC TGGCTGCCTT 
25001 GCCATTCTGG ATCTTCGAGG CCATCGGCTT CGTCATAGAC AACCAACGGG 
25051 GCGCCAGCCT GGGCGCTATC CTCAACCCCG CCACGGGCAA CGATTCGTCG 
25101 CCCATGGGCA TTCTCTTCAA TCTGGGATTC ATGGTGTTCT TCCTGACGGC 
25151 GGGCGGATTC GGGTTGTTCG* CCACGATGCT GTATGACAGC TTCGGGTTGT 
25201 GGAACATCTG GGCGTGGTGG CCGTCCATGC CCGCACAGGG CGCCGTGCGG 
25251 ATGCTGGACC AGTTCAGTGG CTTTGCCGCG CGTGTCCTGC TGC7GGCCTC 
25301 GCCGGCCATC GTGGCCATGT TCCTGGCCGA GCTGGGCCTG GCCCTGATCA 
25351 GCCGCTTCGC GCCTCAACTG CAGGTGTTCT TCCTGGCTCT GCCGGTAAAG 
254 01 AGCGCGCTGG TGCTGTTCGT GCTGGTGCTG TACATGGCAA CGTTGTTCCA 
254 51 GTATGCAGGC GAAATCCTGG GTTCTGTGGG CCGGATCGTG CCGTTCCTGC 
25501 ATTCAGCGTG GCCCGGCCCA TGAGCGGCGA GAAAACCGAG CGGCCCACCC 
25551 CGAAGCGCCT GCGCGATTCC CGCGAGAAAG GCGAGGTCGC ACACAGCCGG 
25601 GACTTTACCC AGACGGCGCT GATATGCGCC TTGTTCGGGC ACTTTCTGAT 
25651 CAATGCCCCG TCCATTCTCG CGTCGCTGCG AGCGCTGATA CTGGCGCCGG 
25701 CGGCCTTTGC CGACCAGGGG TTCGCCGTCG CATTGGGGCC CGTGCTGACG 
2575.1 GAAATCCTGG ATCAGGCCGT CCGCGTGCTC GCTCCGCTGA TTCTCATCGT 
25801 GCTTGGGGTG GGGATGTTCG CCGAATTCCT GCAGGTAGGC GTCGTGCTGG 
25851 CGTTTCGAAA GCTCAAGCCT TCGGCGGAGA AACTGAATCC CGCCGGCAAT 
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Figure 5 (continued) 

25901 TTGAAGAATA TCTTCTCGGC GCGCAACCTG ATGGAGTTCA TCAAGTCGGT 
25951 ATGCAAGATC CTGTTTCTGG CGGTGTTGGT CACGTTGGTG ATACGGGATT 
26001 CCTTGCAGCC GCTGATGGCC GTTCCCCATA GCGGGCTGGA CGGGTTGCGA 
26051 ACGGGCGTAG GCCGCATTCT GCAGGTCATG GTCTGGAACA TCGGACTGGC 
2 6101 GTACGGGGCG ATTTCGCTGG CGGACCTGGC CTGGCAGCGT TACCAGTATC 
26151 GCAAAGGCTT GCGGATGAGC AAGGACGAAG TGAAGCAGGA GTACAAGGAG 
2 6201 ATGGAAGGCG ATCCCCATAT CAAGCAGCAA CGCAAGCACC TGCACCAGGA 
2 6251 GCTGATCATG CATGGCGCGG CGGCCCAGGT TCGCCGGGCG ACGGTGCTGG 
26301 TGACCAATCC GACACACCTG GCCGTGGCCC TGTACTACGC GGCGGGCGAG 
26351 ACGCCCTTGC CGCGCGTGCT GGCCATGGGG CAGGGAGCCG TGGCCGCTCT 
26401 CATGGTCGAG GCCGCGCGCG ATGCCGGCGT GCCGGTCATG CAGAACGTCG 
26451 CGCTGGCCCG CGCCTTGCAC GACCAGGCGG AGGTGGACGA ATACATTCCC 
26501 GGCGAGTTGG TGGAGCCGGT GGCCGCGGTG TTGCGGGCGG TGCGCCAGGC 
26551 ACTCAAGGAG CAGACATGAC AGCAACCATT CATCCCGATA TTGCCGATTA 
2 6601 TGCGCGACGC CATGGCCTCG AACCCTCGGT CGACGCCGAT GGCGGGCTTG 
26651 CCGTCCGGAT CGACGGACGG CATCGCGTCA GGTTGATCCC CGCCGAAGAC 
2 6701 GGCATGCTGG TGTTGCGGGC GCGGCTGGCC GAGCTGCCCG ATGGGTGGCA 
26751 GGCGCGCGCG GCGCAGTTGC GCCGGGCGGG CCTGCTGGCC AGCGCCATGG 
2 6801 CCCCTGCGAC CGATGCGTAC TGCGGCATAG ACCAGGGCGA AACCGCGTTG 
26851 TATCTGCACC AGCGCGTCGC ACCGGCCGGC AGTGCGCTGG CGGTGGACGA 
26901 GGCGGTGGGC GAGTTCGTCA ATGCCTTGGC CACTTGGAAA AGGGCGATGG 
26951 CGCAATGGCA ATAGGTCGGC TTGGGTATCT TGTCCGCGGC GCATGGGCCG 
27001 GGGGTGTCAT GCTGTTGGCG GCCGGTAGCG CCTGGGCGGC GCCGAACTGG 
27051 CCTTTGGCGC CGTATAGCTA CTACGCGCAG CAGCAGAGCC TGTCCGATGT 
27101 GCTGCGCGAG TTCGCCGCAG GCTTCAGCCT GGCGTTGCAA CAGGGCAAAG 
27151 GGGTGCAAGG CGTGGTCAAT GGGCGTTTCA ATGCGCGCAC ACCCACGGAG 
27201 TTCATCGAGC GTCTCAGCGG CATCTATGGG TTCAACTGGT TCGTGCATGC 
27251 CGGCACGCTG TATGTCAGCC GCACCAGCGA CG7GGTTACC CGCGCGGTGG 
27301 ATGCAGCCGG CGCTTCGCCG TCGGCGTTGC GCCAGGCCTT GCTGCAACTG 
27351 GGCATGCTGG ACGAACGCTT CGGATGGGGA GAGCTGCCGG CGCAAGGCGT 
274 01 GGCCATGGTG TCAGGGCCGC CGGCCTATGT CGCGCTGGTC GAGCAGGCGG 
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Figure 5 (continued) 

274 51 TAGCGGCGTT GCCCAAGGGG GCCGGCAATC AGCAGGTGGC GGTGTTTCGC 
27 501 CTCAAGCATG CTTCCGTGAG CGACCGGGTG ATCCGTTATC GAGACCAGCA 
27551 GGTAGTTACG CCGGGGATGG CCACCATGCT GCGCCAATTG ATCCTGGGGG 
27601 CGGGGCCGGG CAACGACGCG GCGCTGGCCG CGGTGGCGGC GCCGCTGCGG 
27 651 GAAAATCCGC CGGTGTTCGG CGATGCGGCA GCTGACGGGA ACGCGCCGCT 
27701 CGCTGGCGCA GCCCAGGCAG CCGGCCGGCG CCTGAGCGAG CCCAGCGTGC 
27751 AGGCCGACAC GCGCCTCAAT GCCTTGATCG TGCAGGATAT TCCCGAACGG 
27801 ATGCCAATCT ACCGTGCCCT GATCGAGCAG TTGGATGTGC CCAGCACCCT 
27851 GATCGAAATA GAGGCCATGA TCGTGGACGT CAATACCGAT CTGGTCAACG 
27901 AGCTGGGTGT CACCTGGGGG GCGCAGATCG GAACCACCAG CCTGGGCTAT 
27 951 GGCGATCTGG GGCTGCGTCC CGGCAACGGC CTGCCCGTGG ACGGCGCGGC 
28001 GGCCGACCTG GCGCCCGGAA CCTTGGGGAT CAGTGTCAGT ACCCGGCTGG 
28051 CGGCGCGCTT GCGTGCGTTG GAGTCGGACG GGCAGGCCAA TATCCTGTCT 
28101 CAGCCGTCCA TCCTGACCGC CGACAACCTC GGCGCCATGA TAGACCTGTC 
28151 GGATACCTTC TACATTCGCA CCCTGGGCGA GCGCGTAGCG ACAGTCACGC 
28201 CTGTCACGGT GGGTACGTCG TTGCGTGTGA CGCCGCGCTA TATCGCCGCC 
28251 AAGGGAGGAC GCCAGGTGGA ATTGGCGATC GATATCGAGG ACGGACGGGT 
28301 CTTGCAGGAG TATCCCATCG ATGGTCTGCC CCGGGTTCGG AAAAGCAGCA 
28 351 TCAGCACGCT GGCGGTGGTG GGGGACGAGC AGACGCTGCT GATCGGCGGC 
284 01 TACAACAATC GCCGTGACGA AGAGCAGGTC GAGAAAGTGC CGCTGCTGGG 
284 51 AGATATCCCC GGCCTGGGGT TCTTGTTCTC GAGCAAGTCC CGGGCGGTAC 
28501 AGCGCCGCGA GCGGCTGTTC CTGATCCGGC CGCGTGTCGT GGCTATCGAG 
28551 GGCAAGCCGG TCTTCAGCCC CGTTGCGGGC ACGTCGCAGG TGTTCATGAG 
28601 CACGGGTTGG GGCGGGCATG GCAGCAGCCT GAGCATTGCA CCCGGCGAGG 
28651 GCGGGCATAC ACAAGTGCGT CATGATGCCC GGGCGGGCAG GCCGGTCCGG 
28701 CTGGTGCCGG ATTCATTGCA TGTGGAGTAT GGCGAGGCGG GGGAGGCGTC 
28751 GCCCTGAGCG TGGCCCGGGC AGGGGGGCTA CGGCACGCTG TCG7AGCCTC 
28801 GTTCGCGCAG CGCTTCGCGC AAGGCACAGC GGGCGCGGGA AAGTCGGCTG 
28851 CGAATGGTTC CTACAGGAAC CGAAAGCAGT GCGGCAGCCT CTTCATAGGA 
28 901 GAGTTCTTCC ACGCCGACCA TGAGGATCAC GTCGCGCATG CTTTCGGGGA 
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Figure 5 (continued) 

28951 GCTGCTCCAG CGCTTCGCGT AGCAAGCGCA TGCGTTGACG CTGCTCGGTC 

29001 ACGGCTTCGG GGTTGGGCGC ACTGCATGGC ATGACACCCA GGCTGGCGTC 

29051 GGAGGTGAAT TCATAACGGC GCTCTGGCGC ACGCGACAAG TGATTGCGGA 

29101 CCAGATTGAG CGCGATGCCG TACAGCCAGG TGGAAAGCTG GGAGTCGCCA 

29151 CGGAACGATT GATACGCGCG CGCCGCCTCG GCGAAAGCCT GCTGCGCAAG 

29201 GTCCTCGACG TCGCTGCTGT GGCCGATGTG CTTGGCGATG AATCTCTGTA 

2 9251 ATCGGCCGGC ATGTTCGGCT ACCAGGCTGC TCAGCAACTG CTGGTCCGAT 

29301 CGCTCGGTGG CGATATCGGG ATATGCGTTG TCCGGTTTTT CGAGAGAAGC 

29351 GGGAAGACCG GATGACGGGG GAGAAACCAT GCAAAGCGAT ACCAAGTGAA 

29401 AGGGTGATAA TTCACGTCAC CAAGATACTG ACTGCCGGTT TTATCCGGCA 

29451 GTTGTTAACT TCCGAAACTA ATGTCGGATC GCGGTCGCTA CCGGAGCATT 

29501 CAGATACAAC GCGCTGAACG TCTTCCGTAA AACTTACGAC GCGACGTATG 

29551 GGGACTACAC CAGGTGGTGC GCAAGGACCT CGCGCAACCA TTCTTGCGCC 

29601 GTATGGGCGG ATACCGGCGC CTTACCTGAT TGTGCGGCGG ATGCGAAGCG 

29651 CTGCTGCATG CTTTCGTCGA TCGTGGCGCG CAACGTTCCG GATATCTGAT 

29701 CGGGAGAGAC ACCGGTGTCG TGACAGACCT GTCGGAAGCC GGCGGCGTCG 

29751 GCGCGGGCCG ACCAGGACAG GAAGGTAAGG AAATCCACGC CCTGCAGGGC 

29801 GTGGCGTGAG GTTTCCGCCA TGTCGACCGC TCGCGTGACG ACGCGCGCCG 

29851 ACAGCGATGT CGTCGGGACC GCGTGCAGAT CGAGCTCCTT GGCGACGGCG 

29901 CGGGCGATTC CCGTGCCGTA GGCCAGCGCC AGCGCGCTGG AAAACATGAC 

29951 AAGCGTGTCC TCGTCGGTGG CGACCGAGGA TACGTTGCGC CCTGACGGCG 

30001 TCGTGCCGGA TGCGATGACC TGGAACTGCT CGCCTGCTTT GGTGACATAT 

30051 AGGGTCTCTC CTTGGCTGGC GGCGCGCGCA AAGACATCAA GCTCCAAAGC 

30101 AGGTAAAGCG GGTGGGATCT GGAAGTTCAT GCGGTGGGCC GTTGTCTCGA 

30151 ATCCTTGGGT GTATCGCGTT CTACGGAGCG GGAACATGGA ATATGCACTG 

30201 TGTGACGCTT TCGGCTCTTC GGTTCCATGC CGGCATGACA AACCCGACGG 

30251 CATGCAGGCC TCGCTCCCGT . CCGGCCACCG AGGCTCGCCT TGAACGCTGC 

30301 GCAAAGTGTC GGCCATACGC TGGGCCTCGA GCTGGAAATG GTGGTGGCCT 

30351 GTCGTGCGAC CGGGGCCAGC CATCCGGTGG CGCGCCATTT CGAAGCGCTG 

30401 CGCAACTTGC GCCGTCAACG CGGAGAGTCC GTGCAGGAGT ACCGTCTGGA 

30451 CGCGCGCCTG TGCGGGGGGT GGGCGGTCCC CATGGCCTGA GCGGGCTTGA 
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Figure 5 (continued) 

30501 TAACGGCTAT AACCTGCTCG AAACCGCATT CGCGCCTGTG AACGGCGGCG 

30551 CGGGAGGGCT GCGCCGACTG GCCGAAGCGG TGCGCCGCGA GCTGCGTGAC 

30601 ACGCAGCTCG CCCTGGCCGC GGAGGGGGCG ATGCTGATCA ACGCGGCCGA 

30651 GCACCCCGCC GCCAGCCTGG ATGCCGACTG GTACCGGCGA GTGCGGGTGC 

30701 CGCGGCCCAT CTACGAGGAA CTCGTCGGCC AGCGAGGCTG GCTGCACCGG 

30751 ATCGGGATAG ACGCCAAGGC ACAGAACAGC CCCTGCACGT CGGTTCCCGT 

30801 GGCCATCGCC GCGCGCTGCC TGAACGTCGT GCTGGCGCTG GCTCCCGCGC 

30851 AGATCGCCAT GTTCGCCAAC AGCCCGCTGG AGGCAGGGCG GGTGACCGGT 

30901 CTCAAGGAAA ACCGCCTGAC CCTGTGGCCG CGCATGTTCC GAGGCGCGCG 

30951 CTACCTGGGC GACGACCTGC TGCATCGCCT GCCTGCAAGG CCGTTTCGCG 

31001 ATCTCGGCGA TTATTTCCGC TGGATGTTCG GCGGATTGAC CGCCAGCCGG 

31051 GCGCTACCGC CGGGCGACGC TTGCGACTAC AAGAACGCCG ATGTGGCCTG 

31101 CCTGGTGGGA GCCCCTTCGC TGGCAGAGTT CCTGTATGCG GGCGCGTGGT 

31151 CCGCGCGAAA CCTGAATGAT GGCGGTTCCG TGCGTCTGGC CGCGCGCAGC 

31201 GAACATTTCG TCTATTCGCA GTTCGCGCAG TTCCTGGACG CGCGTTGGCG 

31251 CTACAGGATG CCGATTGTCC CCGCCTTGCC GGCGCTGTTG CGAGCCTGGG 

31301 ACAGGCAGGG CGGCCTGGAA GCGCTGTTCG AGCAGGCCGG CGCGCAAGGC 

31351 TACATCGAGG GGCGCGCGCC GGGCGCGGTA TTTGCCGATG CCGACTTGCT 

31401 GAGCTCAGCC GGCGATGCAG TCGCGGCCAG TGCGCCGATG GCGGCGTCGG 

31451 CGCTGCAATT GGGGCTGTTG CGCAATCTGC ACGACGCCGA GGCCCTGGTG 

31501 AGGCGATGGG GCTGGCTGCG CTTGCGTGCG TTGCGCGATC GGGCCATCGC 

31551 TTTGGCGTTG GACGATGCGC AGGTGCGCTG CCTTTGCCAA CAGGTCGTGG 

31601 CGGTAGCCGA AGGCGGGCTG GCCGGCGACG AGCAGCAATG GCTCGATTAT 

31651 GTGCGTTACG TGGTGGAAAC CGGCGAGACC GCCGCGGACC GCATGCTGCG 

31701 CTTGTGGCGC GAGGCGCGCG GCACGCCTGA GATGCGCCGC GCACAGGCGT 

31751 GCCGGCAGCG CGCGGTGCTG TCCTAGGATC CGGCACATTC CTTGCCAGGT 

31801 CTCGTTGGCC AGGCCTGTCA GTGCTCCGCT TCGTACACCT CGTCGGCCGC 

31851 CAGCAGAATA TCCACCGGTG GGTCGAAGCC GATGCGCCGC GCCGTTTCCA 

31901 GATTGATGGC TATCTTGGCG GGGGCATTCC AGACCTGGCT GATGCTGCGC 

31951 GGCTTTTCCC CATTGAAAAT GCGGGCAATG GTCTGGGCGT GGAACATGCC 
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Figure 5 (continued) 

32001 TACGCTGGAG TAGTCCGCCT TGGCCAGGCT CATCAACAGG CCGGCCTTGA 

32051 CCTCGTCGGA GCCTTGCATC GAGAAACTCG GCACGCGGGC GGCGCGCAGC 

32101 AGCGCGGCGA GCTGCTTGAC GGACGTCGAG GTGATGCCCC GGTGCTCGGT 

32151 GACGTAAAAG GCGTCGACTT CGCTCGACAG CTTCTGGTAG CAAGCCAGAA 

32201 CGTTCTGGGT TGCCGTGGCG ATGGGGATGC CGGTCGCGCG TGCGTCGCAA 

32251 CGGTTGACGG AGAAATCCAA TGCCGGCATT AGTGCGGCGA CCTTATCGAT 

32301 GGCTGCGTAG GTGCGACCTG CTTCGGTGTC TTCGTAGACC AGTCCAAGCG 

32351 TCTTGAACGG CACGATGTCA TGGAGCAGCT GGATCTGCCG CTGGTAGTGG 

324 01 TCGGGCTGTA CCCGGGChTG CAGGTTGTCC TGGCCGCTGT CGGCCGCACT 

32451 GGGTATGATC CGGGCGCTTA TCGGGTCGGT CGACGAGACG ACCACGGTGG 

32501 GTACCGGCGT GCCCAGTTCG ACCATGTCCT GTCCAGCCCA GGTACCCATG 

32551 GCGATGATCA GGTCGATGTC CTTGGCGCCA TGCAGGCGTG CCGCAACGGC 

32601 TTCGCGCACG GCAGGCCGCA AGGCGGTGTC GAAGTTGCCG GGCTGCCACC 

32651 ACGCATCGGG CACGAACTCG ATGTAGTTGC TGCGGGCATG CGTGGCCAGG 

32701 TAAAGCCAGG CCTTTCGCAT ATCGGTTATC TCGGGCATGT CGTCGATACG 

32751 CAGCCATCCG AGTTGTTGCA ATGCGCGCGC GATCGCGTAG AGCGTGCGCG 

32801 GATACTCCTC GTACTCGCCG CTACCCACAT AACCGAT.GCG CCATTTCCGG 

32851 CCGGATGTAT GGGAGGGAGG CGGAAGGCGG GGCGAGGTAA GGGCGACGCC 

32901 GGAGCTCAGG GCCGCGACAG GAGGAGGGCT GGATGCCGCC GCGATGGGCC 

32951 ACGCGAGGCC AAGAAGCAGG GCGAGCGGGG CGAGTATTCC GGGGCGAAGG 

33001 GTCATGGGCG ATGAATGGCG ATGATGGTGA GATCGTCGGA TTGTTCGGAA 

33051 TCGGCGGCGA ATTCGCGTAG GTCGTGCAGA ATGTGCTCGA TGAGTTCGGC 

33101 CGCTGCGTGC GGCGCGCCCT GCATCAGGGC GACCAGCCGC GGCAGACCAT 

33151 ACTGGGCGCA GCCGCCGTGG ATGGCTTCGG TGACGCCGTC GGTAAACGCG 

33201 ACCAGCGAGG TGCCGTTCGG CAAGGTGGTG CTCAGGGTGG AATACGCCTC 

33251 GTTGTCCAGC ACGCCGCAGG CCGCGCCGCT GCTTCCTTGA AGCAGGCGGA 

33301 CCTCGCCACG TTCGTCGATG AGCAGCGGCG GCGGGTGGCC GGCGTTGACC 

33351 CAGGCCAGGG CGCCTGTTTC CGGGGTGAAG ACGCCTATCA GCAAGGTGAC 

334 01 AAACATCAGC TTGGGGTTGT TCTCGGCCAG ACGGTGGTTC ACCTTGGTGG 

334 51 CGATGGCGCC CGGGTCGTGC TCTTCTTCCG CCACGCTGCG TATCAAGGTC 

33501 CTGACGATGG CCATGAACAG GGCCGCGGGC ACGCCTTTTC CGGATACGTC 
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Figure S (contioued) 
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FIGURE 6 
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